SEQUENCE LISTING 

<110> East Tennessee State University Research Foundation 
Lampson, Bert C. 
velore, Jashree 

<120> RNA-Dependent DNA Polymerase from thermophilic Geobacillus 
stearothermophi 1 us 

<130> 2826067-000002 

<160> 8 

<170> Patentln version 3.2 

<210> 1 

<211> 1263 

<212> DNA 

<213> Geobacillus stearothermophi 1 us 



<400> 1 



atggctttgt 


tggaacgcat 


cttagcgaga 


gacaacctca 


tcacggcgct 


caaacgggtc 


60 


gaagccaacc 


aaggagcacc 


gggaatcgac 


ggagtatcaa 


ccgatcaact 


ccgtgattac 


120 


atccgcgctc 


actggagcac 


gatccgcgcc 


caactcttgg 


cgggaaccta 


ccggccggcg 


180 


cctgtccgca 


gggtcggaat 


cccgaaaccg 


ggcggcggca 


cacggcagct 


aggcattccc 


240 


accgtggtgg 


accggctgat 


ccaacaagcc 


attcttcaag 


aactcacacc 


cattttcgat 


300 


ccagacttct 


ccccttccag 


cttcggattc 


cgtccgggcc 


gtaacgccca 


cgatgccgtg 


360 


cggcaagcgc 


aaggctacat 


ccaggaaggg 


tatcggtacg 


tggtcgacat 


ggacctggaa 


420 


aagttctttg 


atcgggtcaa 


ccatgacatc 


ttgatgagtc 


gggtggcccg 


aaaagtcaag 


480 


gataaacgcg 


tgctgaaact 


gatccgtgcc 


tacctgcaag 


ccggcgttat 


gatcgaaggg 


540 


gtgaaggtgc 


agacggagga 


agggacgccg 


caaggcggcc 


ccctcagccc 


cctgctggcg 


600 


aacatccttc 


tcgacgattt 


agacaaggaa 


ttggagaagc 


gaggattgaa 


attctgccgt 


660 


tacgcagatg 


actgcaacat 


ctatgtgaaa 


agtctgcggg 


caggacaacg 


ggtgaaacaa 


720 


agcatccaac 


ggttcttgga 


gaaaacgctc 


aaactcaaag 


taaacgagga 


gaaaagtgcg 


780 


gtggaccgcc 


cgtggaaacg 


ggcctttctg 


gggtttagct 


tcacaccgga 


acgaaaagcg 


840 


cgaatccggc 


tcgccccaag 


gtcgattcaa 


cgtctgaaac 


agcggattcg 


acagctgacc 


900 


aacccaaact 


ggagcatatc 


gatgccagaa 


cgaattcatc 


gcgtcaatca 


atacgtcatg 


960 


ggatggatcg 


ggtattttcg 


gctcgtcgaa 


accccgtctg 


tccttcagac 


catcgaagga 


1020 


tggattcgga 


ggaggcttcg 


actctgtcaa 


tggcttcaat 


ggaaacgggt 


cagaaccaga 


1080 


atccgtgagt 


taagagcgct 


ggggctgaaa 


gagacagcgg 


tgatggagat 


cgccaatacc 


1140 


cgaaaaggag 


cttggcgaac 


aacgaaaacg 


ccgcaactcc 


accaggccct 


gggcaaaacc 


1200 


tactggaccg 


ctcaagggct 


caagagtttg 


acgcaacgat 


atttcgaact 


ccgtcaaggt 


1260 


tga 






1 






1263 



<210> 2 

<211> 420 

<212> PRT 

<213> Geobacillus stearothermophilus 

<400> 2 

Met Ala Leu Leu Glu Arg lie Leu Ala Arg Asp Asn Leu lie Thr Ala 
1 5 " 10 15 

Leu Lys Arg val Glu Ala Asn Gin Gly Ala Pro Gly lie Asp Gly val 
20 25 30 

Ser Thr Asp Gin Leu Arg Asp Tyr lie Arg Ala His Trp Ser Thr lie 
35 40 45 

Arg Ala Gin Leu Leu Ala Gly Thr Tyr Arg Pro Ala Pro Val Arg Arg 
50 55 60 

val Gly lie Pro Lys Pro Gly Gly Gly Thr Arg. Gin Leu Gly lie Pro 
65 70 75 80 

Thr val val Asp Arg Leu lie Gin Gin Ala lie Leu Gin Glu Leu Thr 
85 90 95 

Pro lie Phe Asp Pro Asp Phe Ser Pro Ser Ser Phe Gly Phe Arg Pro 
100 105 110 

Gly Arg Asn Ala His Asp Ala val Arg Gin Ala Gin Gly Tyr lie Gin 
115 120 " 125 

Glu Gly Tyr Arg Tyr Val val Asp Met Asp Leu Glu Lys Phe Phe Asp 
130 ~ ' 135 140 

Arg val Asn His Asp lie Leu Met Ser Arg val Ala Arg Lys val Lys 
145 150 155 160 

Asp Lys Arg val Leu Lys Leu lie Arg Ala Tyr Leu Gin Ala Gly val 
165 170 175 

Met lie Glu Gly Val Lys val Gin Thr Glu Glu Gly Thr Pro Gin Gly 
180 185 190 

Gly Pro Leu Ser Pro Leu Leu Ala Asn lie Leu Leu Asp Asp Leu Asp 
195 200 205 

Lys Glu Leu Glu Lys Arg Gly Leu Lys Phe Cys Arg Tyr Ala Asp Asp 
210 215 220 



Cys Asn lie Tyr val Lys Ser Leu Arg Ala Gly Gin Arg val Lys Gin 
225 230 235 240 

Ser lie Gin Arg Phe Leu Glu Lys Thr Leu Lys Leu Lys val Asn Glu 
245 250 255 

Glu Lys Ser Ala Val Asp Arg Pro Trp Lys Arg Ala Phe Leu Gly Phe 
260 " 265 270 

Ser Phe Thr pro Glu Arg Lys Ala Arg lie Arg Leu Ala Pro Arg Ser 
275 280 285 

lie Gin Arg Leu Lys Gin Arg lie Arg Gin Leu Thr Asn Pro Asn Trp 
290 ~ 295 300 

Ser lie Ser Met Pro Glu Arg lie His Arg val Asn Gin Tyr val Met 
305 310 315 320 

Gly Trp lie Gly Tyr Phe Arg Leu val Glu Thr Pro Ser val Leu Gin 
325 330 335 

Thr lie Glu Gly Trp He Arg Arg Arg Leu Arg Leu Cys Gin Trp Leu 
340 ~ 345 350 

Gin Trp Lys Arg val Arg Thr Arg lie Arg Glu Leu Arg Ala Leu Gly 
355 ~ 360 365 

Leu Lys Glu Thr Ala Val Met Glu lie Ala Asn Thr Arg Lys Gly Ala 
370 375 380 

Trp Arg Thr Thr Lys Thr Pro Gin Leu His Gin Ala Leu Gly Lys Thr 
385 " 390 395 400 

Tyr Trp Thr Ala Gin Gly Leu Lys Ser Leu Thr Gin Arg Tyr Phe Glu 
405 410 415 

Leu Arg Gin Gly 
420 

<210> 3 
<211> 1370 
<212> DNA 

<213> Geobacillus stearothermophilus 
<400> 3 

ccatgggcag cagccatcat catcatcatc acagcagcgg cctggtgccg cgcggcagcc 60 

atatgcggca agacctgaat ctcatcccgc ggaaggagaa gatcacgatg gctttgttgg 120 

aacgcatctt agcgagagac aacctcatca cggcgctcaa acgggtcgaa gccaaccaag 180 

3 



gagcaccggg 


aatcgacgga 


gtatcaaccg 


atcaactccg 


tgattacatc 


cgcgctcact 


240 


ggagcacgat 


ccgcgcccaa 


ctcttggcgg 


gaacctaccg 


gccggcgcct 


gtccgcaggg 


300 


tcggaatccc 


gaaaccgggc 


ggcggcacac 


ggcagctagg 


cattcccacc 


gtggtggacc 


360 


ggctgatcca 


acaagccatt 


cttcaagaac 


tcacacccat 


tttcgatcca 


gacttctccc 


420 


cttccagctt 


cggattccgt 


ccgggccgta 


acgcccacga 


tgccgtgcgg 


caagcgcaag 


480 


gctacatcca 


ggaagggtat 


cggtacgtgg 


tcgacatgga 


cctggaaaag 


ttctttgatc 


540 


gggtcaacca 


tgacatcttg 


atgagtcggg 


tggcccgaaa 


agtcaaggat 


aaacgcgtgc 


600 


tgaaactgat 


ccgtgcctac 


ctgcaagccg 


gcgttatgat 


cgaaggggtg 


aaggtgcaga 


660 


cggaggaagg 


gacgccgcaa 


ggcggccccc 


tcagccccct 


gctggcgaac 


atccttctcg 


720 


acgatttaga 


caaggaattg 


gagaagcgag 


gat.tgaaa.tt 


ctgccgttac 


gcagatgact 


780 


gcaacatcta 


tgtgaaaagt 


ctgcgggcag 


gacaacgggt 


gaaacaaagc 


atccaacggt 


840 


tcttggagaa 


aacgctcaaa 


ctcaaagtaa 


acgaggagaa 


aagtgcggtg 


gaccgcccgt 


900 


ggaaacgggc 


ctttctgggg 


tttagcttca 


caccggaacg 


aaaagcgcga 


atccggctcg 


960 


ccccaaggtc 


gattcaacgt 


ctgaaacagc 


ggattcgaca 


gctgaccaac 


ccaaactgga 


1020 


gcatatcgat 


gccagaacga 


attcatcgcg 


tcaatcaata 


cgtcatggga 


tggatcgggt 


1080 


attttcggct 


cgtcgaaacc 


ccgtctgtcc 


ttcagaccat 


cgaaggatgg 


attcggagga 


1140 


ggcttcgact 


ctgtcaatgg 


cttcaatgga 


aacgggtcag 


aaccagaatc 


cgtgagttaa 


1200 


gagcgctggg 


gctgaaagag 


acagcggtga 


tggagatcgc 


caatacccga 


aaaggagctt 


1260 


ggcgaacaac 


gaaaacgccg 


caactccacc 


aggccctggg 


caaaacctac 


tggaccgctc 


1320 


aagggctcaa 


gagtttgacg 


caacgatatt 


tcgaactccg 


tcaaggttga 




1370 



<210> 4 

<211> 32 

<212> DNA 

<213> Artificial 

<220> 

<223> Nucleotide primer containing Ndei restriction site 
<400> 4 

agacaacata tgcggcaaga cctgaatctc at 32 

<210> 5 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> Nucleotide primer containing BamHl restriction site 
<400> 5 

aatggatccg ctggcgaaca tccttctc 28 

4 



<210> 6 

<211> 29 

<212> DNA 

<213> Artificial 

<220> 

<223> Nucleotide primer containing PstI restriction site 
<400> 6 

attactgcag agcggtccag taggttttg 

<210> 7 

<211> 31 

<212> DNA 

<213> Artificial 

<220> 

<223> Nucleotide primer containing Hindlll restriction site 
<400> 7 

actcaagctt gagaagggct tgacgttcat g 

<210> 8 
<211> 455 
<212> PRT 

<213> Geobacillus stearothermophilus 
<400> 8 

Met Gly Ser ser His His His His His His Ser Ser Gly Leu val Pro 
15 10 15 

Arg Gly Ser His Met Arg Gin Asp Leu Asn Leu lie Pro Arg Lys Glu 
20 25 30 

Lys lie Thr Met Ala Leu Leu Glu Arg lie Leu Ala Arg Asp Asn Leu 
35 40 45 

lie Thr Ala Leu Lys Arg Val Glu Ala Asn Gin Gly Ala Pro Gly lie 
50 55 60 

Asp Gly val Ser Thr Asp Gin Leu Arg Asp Tyr lie Arg Ala His Trp 
65 70 75 80 

Ser Thr lie Arg Ala Gin Leu Leu Ala Gly Thr Tyr Arg Pro Ala Pro 
85 90 95 

val Arg Arg Val Gly lie Pro Lys Pro Gly Gly Gly Thr Arg Gin Leu 
100 105 110 



Gly lie Pro Thr val val Asp Arg Leu lie Gin Gin Ala lie Leu Gin 
115 120 125 



Glu Leu Thr Pro lie Phe Asp Pro Asp Phe Ser Pro Ser Ser Phe Gly 
130 135 140 

Phe Arg Pro Gly Arg Asn Ala His Asp Ala Val Arg Gin Ala Gin Gly 
145 150 155 160 

Tyr lie Gin Glu Gly Tyr Arg Tyr Val Val Asp Met Asp Leu Glu Lys 
165 " 170 175 

Phe Phe Asp Arg val Asn His Asp lie Leu Met Ser Arg val Ala Arg 
180 185 190 

Lys val Lys Asp Lys Arg val Leu Lys Leu lie Arg Ala Tyr Leu Gin 
195 200 205 

Ala Gly val Met lie Glu Gly val Lys Val Gin Thr Glu Glu Gly Thr 
210 215 220 

Pro Gin Gly Gly Pro Leu Ser Pro Leu Leu Ala Asn lie Leu Leu Asp 
225 230 235 240 

Asp Leu Asp Lys Glu Leu Glu Lys Arg Gly Leu Lys Phe Cys Arg Tyr 
245 250 255 

Ala Asp Asp Cys Asn lie Tyr Val Lys Ser Leu Arg Ala Gly Gin Arg 
260 265 270 

val Lys Gin Ser lie Gin Arg Phe Leu Glu Lys Thr Leu Lys Leu Lys 
275 280 285 

val Asn Glu Glu Lys Ser Ala val Asp Arg Pro Trp Lys Arg Ala Phe 
290 295 300 

Leu Gly Phe Ser Phe Thr Pro Glu Arg Lys Ala Arg lie Arg Leu Ala 
305 310 315 " " 320 

Pro Arg Ser lie Gin Arg Leu Lys Gin Arg lie Arg Gin Leu Thr Asn 
325 " 330 335 

Pro Asn Trp Ser lie Ser Met Pro Glu Arg lie His Arg Val Asn Gin 
340 345 350 

Tyr val Met Gly Trp lie Gly Tyr Phe Arg Leu val Glu Thr Pro ser 
355 360 ~ 365 



val Leu Gin Thr lie Glu Gly Trp lie Arg Arg Arg Leu Arg Leu Cys 
370 375 380 



Gin Trp Leu Gin Trp Lys Arg val Arg Thr Arg lie Arg Glu Leu Ar 



385 



390 



395 



40' 



Ala Leu Gly Leu Lys Glu Thr Ala val Met Glu lie Ala Asn Thr Arg 
405 410 415 

Lys Gly Ala Trp Arg Thr Thr Lys Thr Pro Gin Leu His Gin Ala Leu 
420 425 430 

Gly Lys Thr Tyr Trp Thr Ala Gin Gly Leu Lys Ser Leu Thr Gin Arg 
435 440 445 



Tyr Phe Glu Leu Arg Gin Gly 
450 " 455 



7 



